Comparing the metabolic effects of a moderate heat load to
feed restriction in Bos taurus
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Figure 2: Loadings plots of multivariate OPLS analyses of pairwise comparisons between treatments and stages, per Key (orange box).
Coloured 1D plots correspond to NMR data (red) and 2D plots correspond to the clinical biochemistry data (blue). Both plots are also
annotated with the figures of merit of the respective OPLS models. The loadings plots show levels of metabolites and clinical biochemistry
l parameters increasing or decreasing depending on the treatment. (a) OPLS loadings between the pre-challenge and challenge stages of
the feed-restricted group, clinical data only; (b) OPLS loadings between the challenge and recovery stages of the feed-restricted group,
clinical data only; (c) OPLS loadings between the feed restricted and heat stress groups during challenge; (d) OPLS loadings between the

Clinical biochemisiry pre-challenge and challenge stages of the heat stress group; (e) OPLS loadings between the challenge and recovery stages of the heat

analysis .
—r— stress group; (f) OPLS loadings between the pre-challenge and recovery stages of the heat stress group.
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